ABSTRACT We present the draft genome sequence for Bacillus sp. strain PF3, Bacillus sp. strain K6W, Cellulomonas sp. strain B12, Cellulomonas sp. strain K38, Cellulomonas sp. strain K39, and Cellulomonas sp. strain K42B. These bacteria were isolated from contaminated soils, and their genomes contain genes related to chromate transport and reduction. P reviously, bacteria were isolated from soil at a Department of Transportation site (Seymore, IN) that was contaminated with chromium (1, 2). Chromium is a heavy metal and has two naturally occurring oxidation states, Cr(III) and Cr(VI), the latter being more soluble and toxic than the other (3, 4). To gain a better understanding of bacterial tolerance (resistance and/or reduction) to Cr(VI), bacteria from chromium-contaminated soils were isolated on 50% tryptic soy agar (TSA) amended with 0.25 mM Cr(VI) (K 2 CrO 4 ). Here, we present the draft genome sequences of multiple Cr(VI)-tolerant bacteria (Bacillus sp. strain PF3, Bacillus sp. strain K6W, Cellulomonas sp. strain B12, Cellulomonas sp. strain K38, Cellulomonas sp. strain K39, and Cellulomonas sp. strain K42B) and examine their genomic potential to tolerate chromate.
transporters. Pseudomonas aeruginosa uses a chromate transporter, chrA, to provide resistance to Cr(VI) (12) . All environmental isolates had annotated genes coding cobaltzinc-cadmium efflux system proteins, which have been linked to heavy metal tolerance in other bacteria (13, 14) . Therefore, the genomes provide evidence of how these environmental isolates tolerate chromate and suggest tolerance to other heavy metals.
Data availability. The raw sequencing reads have been deposited in the Sequence Read Archive (SRA) under the accession number SRP120551. This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank under the accession numbers QMGB00000000 to QMGG00000000, as listed in Table 1 . Integrated Microbial Genomes (IMG) annotations have the Genomes Online Database (GOLD) study identification (ID) number Gs0130379.
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